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Cloning and Nucleotide Sequence of Chrysanthemum Stunt Viroid

Kuniko SHIwAKU, Yoshihisa YAMAMOTO and Toyomichi IwAI

Summary

(1) Chrysanthemum stunt viroid (CSVd) was purified by the improved methods of Saito.

(2) ¢DNAs of CSVd-RNA were made by the methods of Gubler and Hoffman and amplified
by polymerase chain reaction (RT-PCR) using two sets of primers specific to an English
isolate of CSVd and cloned in bacterial plasmid pUCI119. Nucleotlde sequencing was

conducted by the dideoxy method.

(3) - CSVd RNA isolated in Hyogo prefacture consists of 354 nucleotldes Nucleotide sequence
homology between the Hyogo and English isolates was 99.8% and the Hyogo and Australian

isolates 97.8%.
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