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Primer SET1 : 0.12 uM each of Primer COM and Primer
AFF, 0.04 pM of Primer NOR, 2% formamide .

Primer SET2 : 0.32 pM each of Primer COM and Primer
AFF, Primer NOR,

Primer SET3 : 0.32 uM each of Primer COM and Primer
AFF, Primer NOR,

1.5 oM MgCl,, 10 oM Tris-HC1 (H 8.3), 50 mM KCI,

200 pM of each dNTP, 20 ng of template DNA,



REMMICBIT S Chediak - Higashi ERBOBETEREBE (GH28)

PCR 4% :

Initial denature 94°C 5min
denature 94°C Imin
annealing 56°C Imin Xx29
extention 72°C 30sec

final extension 72°C 10min
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