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C.Lactos
00012 1 C.Glucose
Q0016 § CMaltose
00020 | C.Msliblose
10018 § CTrehalose
00017 ¢ C.Cellobiose
00013 | C.Catatlose
00035« C.Mannitol
00021 . C.Raflinnge
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A. tumefaciens C58 U Washington

A. tumefaciens C58 Cerean
8. melifoti 1621

w-Proteobacteria
M. loi MAFF303099

6.05 B. japonicum USDA110

Knuc
R. palustris CGA009

N. europaea ATCCI97I8
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1660 B cerens ATCCHO987
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