oottt botdgdoogtdood
HpN

00 0000000000 :Nippon shokuhin kagaku kogaku kaishi = Journal of the
Japanese Society for Food Science and Technology

ISSN 1341027X

0od oo,od

0od ooooooodao

0/0 5901 501

Oooo

Oo0on p. 231-235

oooo 201201 50

Jodobobbooooboooobbooooboboooo OAO :

Tsukuba Business-Academia Cooperation Support Center, Agriculture, Forestry and Fisheries Research Council @ Yt INNnow |e(]9b'

Secretariat



(27) Nippon Shokuhin Kagaku Kogaku Kaishi Vol. 59, No. 5, 231~235 (2012) [f#&i) 231

D —-X—RNES (E5E) BHS
i 5

&

IRELE O E - BBeI Ea B E L2=FBIND 7 a7 4 — AN

a 1 —
B R

Proteomic Analysis of Hen Egg for Improvement of Food Quality
and Functionality of Egg Products

Shin-ichi Ishikawa

School of Food, Agricultural and Environmental Sciences, Miyagi University,
2-2-1 Hatatate, Taihaku-ku, Sendai, Miyagi 982-0215

Hen egg is a nutritious food and a major source of biologically active compounds that are beneficial for human
health. Proteomic technology has the power to monitor the protein composition of foods and changes in protein
composition during the production and storage processes. Molecular changes in egg white proteins during storage
have been investigated using two-dimensional electrophoresis coupled with mass spectrometry. The appearance
and degradation of protein spots and shifts in isoelectric points of protein spots were observed during storage at
40°C for 7 days. These results support the use of proteomic profiling as a valuable tool for understanding the

properties of egg white.
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