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The genetic population structure of the Sakhalin taimen Parahucho perryi in Lake Shumarinai, Hokkaido, Japan
(Shortt paper)

Makoto HATAKEYAMA®, Kazutaka SHIMODA, SHINYA MIZUNO and HiLostt KAWAMULA

Salmon and Freshwater Fisheries Research Institute, Hokkaido Research Organization, Eniwa, Hokkaido 061-1433,
Japan

The genetic population structure of the Sakhalin taimen Parahucho perryi in Lake Shumarinai Hokkaido, Japan, and in the
rivers draining into the lake was investigated by nucleotide sequencing of a part of the mitochondrial cytochrome b gene (695
bp). Based on the data of 211 Sakhalin taimen specimens, three haplotypes (A, B2 and C) were observed from three
permutation sites. The haplotype frequency of Sakhalin taimen collected from the lake was constantly consisted of haplotypes
A, B2 and C. The haplotype frequency of Sakhalin taimen collected from each river had the unique characteristic fixed over

years. Those results indicate that the population of Sakhalin taimen in the lake was constructed by the distinct breeding

groups of the rivers.
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Table 1

Relationships among sampling location, sampling date and haplotype data of captured fish

; ; ’ Captured fish Haplotype frequency Haplotype
Sampling location  Sampling date (Range of folk lengthinmm) — A B2 C __ diversity (h SD)
Set net in the lake  1-25 May 2004 Juvenile or adult (542-882) 10 11 4 0.647 = 0.047

15 Nov. 2010 Juvenile or adult (504-895) 9 9 8 0.692 + 0.027
18 Oct. 2011 - 11 Nov. 2011 Juvenile or adult (522-885) 8 8 1 0.696 +0.031
Kagenosawa R. 21 Aug. 2008 Fry (ND¥) 6 0.000 + 0.000
24-29 May 2010 Returning adult (523-860) 29 0.000 + 0.000
13-19 May 2011 Returning adult (530-881) 29 1 0.067 +0.061
Butokamabethu R. 22 Aug. 2008 Fry (ND) 2 2 5 0.667 = 0.132
11 Aug. 2012 Fry (ND) 14 8 9 0.667 + 0.038
Uthunai R. 22 Aug. 2008 Fry (ND) 9 0.000 = 0.000
11 Aug. 2012 Fry (ND) 10 0.000 = 0.000
Doro R. 21 Aug. 2008 Fry (ND) 2 0.000 + 0.000
11 Aug. 2012 Fry (ND) 11 0.000 + 0.000
*Not determined
# R
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Fig.1 Maps of Lake Shumarinai in the Ishikari river system
in Hokkaido, Japan. Arrows indicate the sampling
localities (rivers draining into the lake and the set net

in the lake).
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Table 2 Pairwise estimates of F, based on cytochrome b
sequence data

1 2 3 4
1: Kagenosawa R. - -
2: Butokamabetu R.  0.263 0.553*  0.545%
3: Uthunai R. 1.000*  0.684* 0.000
4: Doro R. 1.000 0.494 0.000

Upper and lower triangles indicate pairwise estimates of F, among
the fish captured in 2012 and 2008, respectively.
*Significant difference from zero (P<0.05, after Bonferroni correction)
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