oo dooddootddood

00 0000000 =Journal of the Brewing Society of Japan
ISSN 09147314

ooo oo,.00

ooo oooooo

o/0 1130 10

ooooo p. 2-8

oooo 20180 10

00000 00000000000000000000000 9A°
Tsukuba Business-Academia Cooperation Support Center, Agriculture, Forestry and Fisheries Research Council oIMJrinnowiedge
Secretariat



LANRT Ma—)VOWNEIRRGE RN X /1 = X 4

FIARICEFhBRU I/ —IWD1IBTHELANI b OA-IZIE, FoFIAT2T, RivA
ERLZ EDERFEE SN TEY, YTUAPELTERMMEEN TS Y, BBICHLIRFI H2 EOHE
FHd. BEESWE, BEO1O2TH2NBENEBICEFR3LANT M O-ILOMFHX H=XLEFHlE
B FRESEBINCE>THLSPICUAEDT, B\HLTWEEWE,

x W E E

1. FC®HIC

AR, BB IR PCHMLTBY, 2030 F
IZ10BAICEET S EFHEIN TS, midE)
WRAEAL, mIUE, MmEEE, FRIF, ERR B
EHA REBRORELBBCHEBLTEY, Btk
I EERBOEMIEKICE B, toT, BiliziEy
LI ERBOTEREGHAMERLEL T 5, i
AWETAIRDENRFEOO LD Y —HIR
(CR) T2 V%, KRIAVICEENEE) T2/ —
VO—FETHHLART fa— )1 (RES) ITiZfRE%
WKBIT5 CROFEZERL T, HEBRERZRTI
EPBEPENTVEY, 20X HZAMIBELTIE
FRLEDELFERENTNS,

ok, REFENHE (dietinduced obeseDIO)
Y75 7492 (ZF) LEHEEOREGD L
BEYGVRT YT M—LGHENRA AL T 5=T4
7 AEFIC LY, EEEEOREEEIZB VT, RES
X CR &E—HMBTHEEHIHAA Y b7 -2 %A LT
PUEIRTS D&M % 16 ATtz R L7z ¥,

2. RES® DIO ZF &7 31/EH

IF 3N BOBETH LD, VR VI EIZLS
FER R OS2 L A5 0 — Lo ST T Oi% R UK,
BT, BANSREHRA~NO M) 7€) F (TG
ELTOIESABEEUL TWa e, HEEEE

BoO-O0RERBTTVELTERER T S,
DIO ZF iZ RES (40mg/kgBW) % &% 5 BRHIE
BEICARE AE E OERKILAFo-—LE
TG ZBE Y L7 ze BEEANRIE I Nile Red (RRAL
B RECHEEKPICZF 2ERSEAZ & TEEA
TERpAERE % e S /-1, BOUBEMSRE T AV ThRh%
THRILL TEE L. #0OFE DIO ZF Tid BMI
(RE L REDOBRA S ILHE 2 R A5, it
TG EJEMERIRIFE OBEIN % R0 7255, i 5B i
O RESHEIUC & Y, 14 TG L BEENEEHEOHEM
P S NIz FRERIZT v FRE POREHIZBT S
RES D% R >0 & —F L Cvio AFREICET 5 RES
OWRFE LT, B VBRI by FY T
BESFEI-FI2BEGETOFEICHEET LI LS
NAD &M 7 £ F 5 — € SIRT1 DEEILIEE
THHIEDRENTVRE D,
3. RES & CR T#HiEY % BEGFREHIHEED

2y

DIO ZF 2B} A IM4E TG L BEHENIRE DR
EHFEZEDOCRTIADOLNT WA Z L H b,
RES & CR C#E T % Bz FEIGIHBEGE 2 HH T
LEMT, WEEEO NS VA2 7 b~ AR %IT
DT2e WAFA T T 4 7 ABNTOWEEET ED T2
v 7 b7 = 7 @ Bioconductor® & FiV: T3 7+ L OFE
BLEFEHEHEET WML, ZEHEHEETFOH
HMRFOREBIZIZEDYZE LONSAY 2 L RH5FEHE

Mechanism for Suppressing Visceral Fat Accumulation of Resveratrol
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